AMENDMENTS TO THE SPECIFICATION 
Please amend the specification as indicated below without prejudice or disclaimer. 

Please amend Imes 12-16 on page 2 as shown below: 
5 Figure 1. BFA4 cDNA sequence (SEO ID NO.: 11 . 
Figure!. BFA4 amino acid sequence (SEP ID N0.:2\ 

Figure 3. BCY 1 nucleotide (A : SEO ID N0.:3) and amino acid (B : SEP ID NO.:4) sequences- 
Figure 4. BFA5 cDNA sequence (SEP ID NP. :5V 
Figure 5. BFA5 amino acid sequence (SEP ID NP.:6\ 
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Please amend the paragraph at page 14, lines 14^18 as shown below: 

A fusion motif may enhance transport of ah immunogenic target to an MHC processing 
compartment, such as the endoplasmic reticulum. These sequences, reiTerred to as tranduction or 
transcytosis sequen^ces, inclu^ al. 1997 J. Immunol 

15 159:1666), Drosophila antennapedia (see Schutze-Redelmeier et al 1996 J, Immunol. 157:650), or 
human period- 1 protein (hPERl ; in particular, SRRHHCRSKAKRSRHH fSEPID NP: 1051 . 

Please amend Table J /I found on pages 30-^3 1 as shown below: 
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TABLE III 



BFAS Peptide Pools 



















Peotide GrouD 


CLP number 


Seouence 


SEQ ID 


Peptide Group 


CLP number 


Sequence 


SEQ ID 


DrMO 




1 MPlMOTPl^A 

Liviuiviu 1 ^^n 


7 


RPA^ 












iWOir 1 IaaL 


0 
0 


Grnun 6 

WlVUU V 


'^n'u 


GVTAFHYAV 








C|pTl(A| PI 

oil 1 rNnLCU 


q 




WW 


RVTSNKTKV 


55 


■ 




1 PI kMPflTI 


in 




wOv 


1 VOVi(l\^VvV 


56 




0Qft7 


1 vOvJMJVV/L 






OUOr 


K^OFPAFHI 


jf 






QWDKil^AI PI 
gVrlNfVMLCL 


19 

mmm 




ouoo 


KWI lAPKITM 

rVVLlnON 1 IVI 






OQfiO 
£909 


\jt 1 voUM/V 








Ml Kl FIATI 

lvlLr\LCInl L 




■ 


499U 


pCQ 
MINoNLuuo 


14 • 




wn 


Fll <?\A/AKI 


uu 




2991 

4vw7 1 


SLVEKTPDE 


15 




3041 


MLKKEIAML 


61 




2992 


SLCETVSQK 






3042 


LLKEKNEEI 




BFAS 


2993 


EIDKINGKL 


u 


BFAS 


3043 


ALRIQDIEL 


M 


Group 2 


2994 


MLLQQNVDV 


18 


Group 7 


3044 


KIREELGRI 


64 




2995 


NMWLQQQLV 


19 




3045 


TLKLKEESL 


65 




2996 


FLVDRKCQL 


20 




3046 


ILNEKIREE 


66 




2997 


YLLHENCML 


21 




3047 


VLKKKLSEA 


67 




2998 


SLFESSAKI 


22 




3048 


GTSDKIQCL 


68 




2999 


KITIDIHFL 


23 




3049 


GADINLVDV 


69 




3000 


QLQSKNMWL 


24 




3050 


ELCSVRLTL 


7Q 

maS^ 




3001 


SLDQKLFQL 


25 




3051 


SVESNLNQV 


71 




3002 


FLLIKNANA 


2g 




3052 


SLKINLNYA 


2 



Peptide Group 

r r 


CLP number 


Sequence 


SEQID 


Peptide Group 


CLP number 


Sequence 


SEQID 
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Please amend the paragraph on page 32, lines 16 32 as shown below: 

In addition to ELISPOT analysis, human T cells activated by BFA5 peptides were 
assayed to determine their ability to ftinction as CTL. The cells were activated using 
peptide-pulsed dendritic cells followed by CD40 ligand-activated B cells (5 rounds of 
stimulation). The experiment shown was performed with isolated PBMC from HLA- 
A*0201^ donor AP31. Isolated T cells were tested in ^*Cr-release assays using peptide- 
loaded T2 cells. The % specific lysis at a 10: 1 , 5: 1 , and 1 : 1 T-cell to target ratio is shown 
for T2 cells pulsed with either pools of BFA5/NYBR-I peptides or with individual 
peptides. The graph shows CTL activity induced against targets loaded with a c non- 
specific HLA-A*0201 -binding HIV peptide (control) followed by the CTL activity 
against the peptide pool (Pool 1 etc.) and then the activity induced by individual peptides 
from the respective pool to the right. A high level of cytotoxicity was observed for some 
peptides at a 1:1 E:T ratio. CTL activity (percent specific lysis) induced by the control 
HIV peptide was generally <10%. Similar results were obtained with another PBMC 
donor expressing HLA-A*0201 (APIO). A large number of BFA5 peptides trigger T 
cell-mediated cytotoxicity of BFA5 peptide-loaded target cells. Table IV lists those 
peptides having immunogenic properties. Five peptides (LMDMQTFKA (SEP ID 
N0.:7). ILIDSGADl (SEP ID NO.:29). ILSVVAKLL (SEP ID NP. :34V SQYSGQLKV 
(SEP ID Na:38V and ELCSVRLTL rSEP ID NP.:70)) were found to induce both IFN-y 
secretion and CTL activity in T cells from both donors. 



Pleiase amend Table IV beginning on page 32, line 33. as showii below: 

TABLE IV 
Immunoreactive peptides from BFA5 





BFA5 peptides eliciting high IFN-y 
release (>200 spots/100,000 cells) 


BFA5 peptides inducing CTL lysis 
of pulsed cells 
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Please amend lines 5-10 on page 34 as shown below: 

BFA5( I -23) KLH-MTKRKKTINLNIQDAQKRTALH W rCLP-2977 : SEP ID NQ:99V 
BFA5(3 12-334) KLH-TSEKFTWPAKGRPRKTAWEKKED (CLP-2^7 8: SEP ID 
NPilOO) 

BFA5.(6 12-634) KLH-DEILPSESKQKDYEENSWDTESL (CLP-2979 : SEP ID NP: 

ion 

BFA5(972.994) KLH-RLTLNQEEEKRRNADILNEKIRE (CLP-298 0: SEP ID NP: 102) 
BFA5(1 1 17-1 139) KLH-AENTMLTSKLKEKQDKEILEAEI rCLP-298 1 : SEP ID NP: 
103) 

BFA5(1319-1341) KLH-NYNNHLKNRIYQYEKEKAETENS (CLP-298 2: SEP ID 
NP: 104) 



Please amend line 26 on page 34 as shown beloW: 

To assess the quality of tiie polyclonal anttsera, western blots were performed 
using sera against BFA5. Sera were separately screened against cell extracts obtained 
from the BT474, MDMB453, MCF-7, Calu«6, and CosA2 cells. The approximate 
expected MWr of BFA5 protein is 153 kDa. A 220 kDA band was observed in the 
BT474 extract with CLP2980 antibody but not in the MDMB453 cell extracts however a 
-•130kD band was present in the MDMB453 extract. Both bands were found to be 
consistent with the polyclonal antibesera tested in this analysis. Neither of these bands is 
present in the negative control Thus, it can be concluded that the polyclonal antisera are 
specific for. BFA5. 
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